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Core Symposia (Presenation in English)

Hiroyuki Aburatani The University of Tokyo

Single cell biology of human cancer
€ i Shumpei Ishikawa The University of Tokyo

Single cell technologies are opening extraordinary opportunities to provide novel insights in cancer biology. To put together
pioneering topics with invited experts in the field, we will select speakers for short oral presentation.

Precision Disease Modeling: Toshiro Sato Keio University
Organoid-driven Cancer Research Hiroshi Seno Kyoto University

Recent advances in sequencing technology delineated the genetic abnormality of human cancers. However, there remains
a gap between genetic abnormalities and clinical cancer phenotypes due to a scarcity of disease models that can
recapitulate various biological aspects of clinical cancers. Organoid technology was initially developed to regenerate tissue-
like structures from pluripotent stem cells or tissue stem cells. Recent works demonstrated that organoids could be derived
from patient cancer tissues without losing their original biological traits, such as drug sensitivity, pathohistology, cancer
stem cell hierarchy, and metastatic potentials. Furthermore, prospective genetic engineering with CRISPR-Cas9 has begun
to reveal causal relationships between genetic abnormalities and cancer phenotypes. In this symposium, five distinguished
speakers will present their novel findings using cancer organoids. These presentations will cover how we apply organoid
technology to cancer research, how genetic abnormalities lead to the biological phenotypes, and how we develop a
therapeutic strategy using patient-derived cancer organoids.
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a (Presentation in English except No. 15)

X X Hiroyuki Seimiya Japanese Foundation For Cancer
Forefront research on chromatin dynamics Research
and its application to cancer medicine _ . .
Makoto Nakanishi The University of Tokyo

We are pleased to announce the symposium focusing on forefront research on chromatin dynamics and its application to
cancer medicine. In this symposium, we will discuss cutting-edge topics, such as fine molecular mechanisms for
physiological and pathological regulation of chromatin dynamics, cancer vulnerability elicited by aberrant chromatin
dynamics, and promising molecular targets for innovative drug development. We wish to bring together diverse fields of
researchers, including basic, applied and clinical scientists both from academia and industry. In addition to invited talks,
we would like to pick up several excellent studies from proffered abstracts.

Metastasis: Development of novel
strategies through multifaceted
understanding

Kyoko Hida Hokkaido University
Daizo Koinuma The University of Tokyo

Metastasis is one of the major issues to be overcome in cancer therapy. Tumor metastasis is regulated by not only tumor
cell malignancy also by other microenvironmental factors, such as stromal cells and extracellular matrix. In this
symposium, we will discuss the complex metastasis mechanism, and the possibility to develop a novel therapeutic strategy
for cancer metastasis.

Development of Cancer Immunotherapy Hiroyoshi Nishikfawa National Cancer Cénter
for Precision Medicine Kazuma Kiyotani Japanese Foundation For Cancer
Research

In this symposium, we would like to discuss the future development of cancer immunotherapy from the viewpoint of
integration of immune and genome analyses.
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. Seiji Yano Kanazawa University
Evolving molecular targeted therapy Ryohei Katayama Japanese Foundation for Cancer
Research

Molecular-targeted therapies for cancer are evolving rapidly. Various targeted drugs have been approved for various types
of solid tumors, including lung cancer. In addition, antibody drug conjugates and tumor blood vessels-targeting drugs are
also being rapidly developed. In this session, we will discuss cutting-edge of molecular targeted therapy. We will call for
abstracts regarding novel and innovative targeted therapies.

Eiji Hara Osaka University

Aging with and without cancer
g Hozumi Motohashi Tohoku University

We invite young researchers to present their innovative research on cancer and aging.

Atsushi Hirao Kanazawa University

Cancer Metabolism: Beyond the Warburg ) . ) )
Tomoyoshi Soga Keio University

Cancer cells adapt metabolism to allow energy production and the redistribution of carbons to nucleotide, protein, and
fatty acid syntheses, supporting malignant phenotypes. In addition, recent studies have revealed that some metabolites,
such as oncometabolite 2HG, play critical roles as signaling molecules controlling a wide range of cellular processes.
Lactate, an end product of glucose metabolism, is utilized in histone lysine lactylation, to regulate gene expression,
indicating that metabolites directly control cell fate. Metabolites also act on the immune system and the microbiome, which
affect communication among tissues. Thus, metabolism or metabolites play pleiotropic roles in development and malignant
progression of cancers. In this symposium, we focus on recent progress of cancer metabolism.

Futuristic methods for precision cancer Hiroshi Nishihara Keio University
medicine Issei Imoto Aichi Cancer Center Hospital

Development of new technology for cancer genomics will promote precision cancer medicine. In this symposium, we will
discuss about possible methods which will be clinically implemented in near future, such as liquid biopsy, exome sequence
and microRNA technique.

Understanding and targeting genetically- Masaki Mori Kyushu University
complex human malignancies Fumihiko Ishikawa RIKEN

Despite great achievements and discoveries in cancer research, we still face intractable cases in which treatment-resistant
malignant clones lead to refractory disease. We are organizing a session entitled “Overcoming treatment-resistance and
genetic/biological heterogeneity”, to introduce cutting-edge science aiming to create effective treatments for poor
prognosis malignant diseases. Topics suitable for the symposium include: Insights into genomic complexity and diversity
of tumors using sequencing technologies; malignant stem cell biology; and multi-omics approaches connecting genetic,
epigenetic and metabolic states of tumor cells. Studies dissecting specific characteristics of various tumors and shared
features across diverse tumor types are both essential for a new era of cancer research and we hope to include speakers
with expertise in a variety of specialties for this session. We look forward to your abstracts as oral presentations for the
session.

Phenotypic heterogeneity and plasticity in | Issay Kitabayashi National Cancer Center Research
cancer regulated by epigenetic Institute
mechanisms Mitsuyoshi Nakao Kumamoto University

Epigenome, which is marked with chemical modifications derived from various metabolites, controls gene activity and
changes phenotype. Phenotypic heterogeneity in cancer cells contribute to progression, drug resistance and the resultant
relapse, through genetic and epigenetic alterations. However, such plasticity highly depends on epigenome formed by
environmental insults. In this symposium, we will discuss the phenotypic changes in cancer induced by epigenome and its
biological significance.

10

Evolution of Pathology: From VR [REmEr _ Keio University
morphological diagnosis towards a Kengo Takeuchi Japanese Foundation for Cancer
universal research platform Research

In the age of genome and AI, Pathology is not limited within morphological diagnosis using microscopy, but would accept
the latest technology and will give a universal platform to various fields of cancer research. We have organized this
symposium to present such new possibilities in pathology. If you accept the offer, we will tell you the subjects that the
chairs expect.
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11

Genomic analysis Toward Future Clinical Johji Inazawa Tokyo Medical and Dental University
Application Katsutoshi Oda The University of Tokyo

A major goal of cancer omics is to identify critical genes and pathways that are dysregulated in cancer, and further, to
apply this knowledge to the detection, treatment and prevention of cancer. The success of cancer omics will lead to further
development of ‘Precision Cancer Medicine’. In this symposium, cutting-edge topics of multi-omic analysis will be
presented from researchers who are significantly contributing to cancer genomic medicine. As many young researchers
and doctors are currently interested in cancer genomic medicine, researchers with outstanding multi-omic data will be
welcome as a symposiast who can encourage them to start and continue genomic analysis in cancer for future clinical
application.

12

Kenya Honda Keio University

Microbiota and cancer
Naoko Ohtani Osaka City University

The gut microbiota is known to play substantial roles in the development and therapeutic outcomes of cancers. In this
session, we will discuss recent advances in our understanding of the effects of individual microbiota members and their
metabolites on cancer development and treatment response and the mechanisms behind these effects. We will also
discuss how we can translate the preclinical research findings into the clinic. We encourage the application and
participation of young/female researchers.

13

Cutting-edge animal models for cancer Yasuhiro Yamada The University of Tokyo
research Masato Kanemaki National Institute of Genetics

Animal models have provided valuable information to study the development and progression of cancers and to test new
treatments. Although next-generation sequencing technology has brought remarkable advances in our understanding of
the genome-wide profiles of mutations and epigenetic alterations in diverse types of cancer, the functional consequences
of the observed genetic/epigenetic aberrations during cancer development are not fully understood, especially at an
organismal level. This symposium aims to introduce a wider range of model organisms for cancer research and to discuss
future challenges with cutting-edge animal models.

14

Tohoku University
Japanese Foundation For Cancer
Research

Elucidating how chromosomal instability =~ |Kozo Tanaka
arises to identify cancer Ryu-Suke Nozaw

Chromosomal instability (CIN), a condition in which chromosome missegregation occurs at a high rate, is a common
feature of cancer that gives rise to aneuploid cells. Although aneuploidy is generally disadvantageous to cellular fitness,
genomic heterogeneity caused by CIN supposedly facilitates the clonal selection of cells that acquire growth advantage. It
is also known that CIN is related to cancer progression and drug resistance. Importantly, recent works suggest that CIN
and aneuploidy can be a target for cancer therapy as an Achilles’ heel of cancer. In this symposium, we will discuss causes
of CIN and strategies targeting them to specifically eradicate cancer cells.

15

Issues and future directions of academia- | Naoya Fujita Japanese Foundation for Cancer
pharma collaborations for novel drug Research
development Noriko Gotoh Kanazawa University

In Japan, we are still facing the bottlenecks of academia-industry translation of novel scientific discovery to innovative drug
development. This is mainly due to the lack of knowledge on the academia side about drug development strategies and
the lack of understanding on the industry side about the novelty of the scientific discoveries. Many government and private
grants now support the translation, so we hope to discuss the current issues and future directions of translational research
in Japan for a new paradigm of anti-cancer drug development.

* In this session, presentations are given in Japanese. Abstracts and slides should be prepared in English.

17

) . Seiya Imoto The University of Tokyo
Big data in cancer research ) - . . .
16 Hiroaki Miyata Keio University
Novel functions and clinical application of Ricko Ohki National Cancer Center Research
the most famous tumor suppressor gene Institute
PP 9 Tomoaki Tanaka § . .
p53 Chiba University

The tumor suppressor gene p53 is the most frequently mutated gene in human cancers and plays a central role in the
regulation of tumorigenesis. p53 is a transcription factor involved in the regulation of apoptosis, cell cycle arrest, DNA
repair, etc., via its ability to transactivate a network of target genes. Utmost efforts have been made by the researchers to
uncover the functions of p53 since it was discovered in 1979, but the whole picture of p53 function has not yet been
elucidated. In this special workshop, we particularly will focus on the novel discoveries and clinical applications in the p53
research.
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18

Latest evidence and perspective on liquid | Takayuki Yoshino National Cancer Center Hospital East
biopsy Koji Ueda Japanese Foundation for Cancer

Hope interactive discussion in terms of pre-clinical advance and clinical utility for cancer patients.

19

New horizons in tumor microenvironment
regulation targeting inflammation and
angiogenesis

Tetsuro Watabe Tokyo Medical and Dental University
Masanobu Oshima Kanazawa University

The tumor microenvironment (TME) consists of various components, including tumor cells, tumor stromal cells including
stromal fibroblasts, endothelial cells and immune cells like macrophages and lymphocytes and the non-cellular
components of extracellular matrix.

These components interact with each other via various cytokines, which often induce tumor progression. Thus, a greater
understanding of TME networks is crucial for the development of novel cancer therapies. At this symposium, we will
introduce recent progress in the field of tumor angiogenesis and inflammation, and discuss the possible

therapeutic strategies targeting the TME networks.

20

Drug discovery and diagnosis enhanced Satoru Miyano Tokyo Medical and Dental University
with Al Masahiro Jinzaki Keio University

We welcome the spearkers regarding drug discovery enhanced with Al

21

Next-generation imaging tools pioneered |Shinae Kizaka-Kondoh Tokyo Institute of Technology
by light Mako Kamiya The University of Tokyo

Light, which has low tissue permeability and has scattering and absorption properties, has been considered to be applied
in a limited way for diagnosis and treatment. However, recent development of tools using light has shown the
development of new research that overcomes the weaknesses of light and takes advantage of its advantages of diversity
and convenience. In this session, while introducing cutting-edge research using light, we would like you to feel the great
potential of light that opens up new paths for next-generation diagnosis and treatment of cancers.

22

Relationship between clonal

hematopoiesis and hematological Toshio Kitamura The University of Tokyo
malignancies/cardiovascular diseases/solid| Atsushi Iwama The University of Tokyo
tumors

Clonal hematopoiesis (CHIP) is an emerging field of research. In particular, the relationship between clonal hematopoiesis
and cancer remains elusive. Although any presentation would be acceptable, presentations concerning CHIP and cancer
(both clinical and experimental) would be welcome.
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