[B27E B RXBRBENF R -FPIIRE]
XEHROBHRESIAHBBELTLET,

HRIRER (—iRE)

BRES| AEES | REW | WEwvlavT—< | A5 | @A | Y (EVOVRL o %: EEA
10000 |0-125 mp: MALDI 1B31H (/) 11:00 1200 |HE6xis 2 %g?%_ggfsﬁfgf fé‘fﬁg%%%:%ifr‘gg;ﬁhé%:ga';;g ;Z_STBWD_’ DAAAR—A—RRETDTOTAIY
10001 |P-067 RRE—  |FEFIERE (ZD1th) 18308 (%) 16:00 16:42 |[[RRE—%15 | 5 | TRERLI=<DClostridium perfringens</DENER! BREED 15l ~MEREZFD DI~
10002 |0-085 m B FREI 1A318 (H) 9:00 9:50 |FARIG 2 [MVILNIVHBEEFREICE ITHRERZ IV MNERER DK
10003 |0-007 m BRI 1H308 (1) 10:00 1050 |FE5=i5 1 (2B A MKBAML)EF(ZE TSI Scedosporium prolificans</I> 12 &k S BERE 2 0D 14E 4
10004 |P-056 RRA—  [EFIFRES(Z D th) 18308 (%) 17:00 17:48 |[{RRZ—%15 | 2 |<D>Corynebacterium pseudodiphtheriticum</I>|Z &% /MR B 26 D 1FEH
10005 |O-121 m EERE 18318 (H) 10:00 11:00 |65 4 |BEREESAMRSAER D BEEMOERKRM FZ ALV HRE
10006 |P-183 RRE— (W& 1H308 (1) 16:00 16:48 [{RRA—=15 | 5 |<DHaemophilus influenzae</DEEHFIRKRZ M4 RIE RIS EBRICLIBRZHERBENE L
10007 |P-061 RRE—  [JEFIFRES(Z D1th) 18308 (1) 17:00 1748 |RRE—=15 | 7 |[MEEBRICERPEESIREEZRELI-TILL =7 D 1EH
10009 |[P-193 RRE— | 2Dt 18308 (1) 16:00 16:48 [RRE2—=15 | 1 /NERORBEBEERCYMERER EAORYBHEZDRE
10010 |P-079 RRE—  |EHIFRE (ZDH) 18308 (1) 16:00 1648 [[RRA—=15 | 2 |REARBRASIVMEEEHS<DMycoplasma hominis</DH 5 BES iz 1E A
10011  |P-027 RRE—  [JEFIFRESPERER) 18308 (1) 16:00 16:48 | RRA—=5; | 1 |FEHIVEFRICBEWTUFAMRYASRIZEZZELMY)TIvARGED—HI
10015 |p-158 K2a—  |mamms 1 B30E (+) 17:00 1742 |Rza—ais | 1 %EE%&NP test|Zd&k B <IDEnterobacteriaceae</I> &<I>Pseudomonas aeruginosa</I>@Mcarbapenemase DR H L BETFix L
10016 |P-044 RRE—  [EFIFRETR) 1H30H (1) 16:00 16:36  |[RRE—=15 | 1 |BERERISILIREHR - MR 2 Z FAELT=Aerococcus urinaelZ k2 B HE D 1451
10017 |P-073 RRE—  [FEFIFRE10(ZDH) 18308 (1) 17:00 1748 |[{RRA—=15 | 4 |EOHMEIEIERIZFAELT=<DElizabethkingia meningoseptica</I>IZ & HHEHE 2 0 145l
10018 |0-026 m P RRIEE2 18308 (1) 14:50 1540 |¥E5R15 5 [<I>Clostridium difficile</I> I3 S ARAZH Y —)LDMICHEIZ DLV T
10019 |P-221 RRA—  |Others(English) 1A308 (1) 17:00 1748  [RRE—=15 | 8 |EBHREEEFIRZMHHAREOFM
10020 |P-004 RRE—  [FEFIFRE1(10) 1A308 (1) 16:00 16:42 |RRA—=15 | 4 |Mi&EEEH S<D Streptococcus suis </DE N BEL =M 309 D—IEH
10021 |P-137 RRA—  [#&EES 1H30H (1) 16:00 16:42  |[[RRE—R15G | 6 |/ N\AF)LAT 47 CINEX L 0FFi
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BRES| AEES | REW | REwviavr—< | ACs | @A | AV (EVOURL o %; EEA
10022 |P-119 RRE—  |BREET 18308 (1) 16:00 16:42 |RRA—=35 | 1 |[AVFLA/GCENE/IEE/ R EHREMOFEARR
10023 |0O-146 m P fiE 138 & (M%) 1A318 (H) 11:00 1200 |FIR5 5 |EFERIAKIYIMP-1E! Metallo- B ~lactamase? EE £ §~ 5 <> Salmonella</DEA R H S F=EHI
10024 |P-072 RRE—  |EFIFRE10(ZDH) 1A308 (1) 17:00 17:48 |[{RRE—%15 | 3 |FFEEAEPIZHKIIELI=<DNeisseria elongata</I> subsp.<I>elongata</I>[Z kS & IME D 1451
10025 |0-143 P fiE 91%R & (M 14) 18318 (H) 11:00 1200 |[FE1s5 2 | MR MEERFKHME AR O-8beta;- 5727 —HE & H $ SH<BR><DCitrobacter freundii</I> D—4
10026 |P-005 RRE—  [FEFIFRE1(10) 18308 (1) 16:00 16:42  |[RRE—=15 | 5 |R—MFT24F (NVT) IZ K HEREE LI RER M4 i 2 2K & =% AE O 1451
10027 |0-062 P i 14 52 18308 (1) 10:00 11:00 |[FE7s5 1 [BRRBEICETIEARLEIVA SN =YIOSAFTHIEM KT AT XTI DL FEFBET
10029 |0-080 & RERIRZM 1H30H () 15:00 15:50 |[BIRE 2 |HFRIZE 1T Bplasmid-mediated AmpC B —lactamase E 4 R H & D 18 HH 4R 7
10030 |0-052 - 2Dt {308 (+) 1500 P 3 Efiﬁ”; ﬁﬁ;@ﬁ;ﬁ%ﬁf?iﬂ?“”e case—control design) & FALNTARMTLT=2014-15>— X0 DINRAU T LT
10031 |P-207 RRE—  [ZDith2 18308 (1) 17:00 1742 |RRE—=15 | 7 |HRICETAFAT A—N\KEROBRBIKR
10034 |P-042 RRE—  |FEGIFRE6(RE) 18308 (1) 17:00 17:54 |[[RRZ—%15 | 8 |Nocardia asteroides|Z&ZBRBERE/HILSTED 145
10035 |0-100 m B %2 1A318 (H) 10:00 11:.00 |F5515 1 [2RFTaA—RFr )7y T a2 ERALI-FHE R EFABREITH T HEnterobacter/E DK FRED RN
10036 |P-080 RRE—  |EFIFRE (ZDH) 18308 (1) 16:00 16:48 [RRE—=15 | 3 |KBKIGIZKSHCapnocytophaga canimorsusBX IAE D 145]
10037 |P-145 RRE—  |BEFAE-HEH 18308 (1) 16:00 16:42 |RRE—=15 | 7 |HRICEITHBEESEROMARIEERE IR
10038 |P-141 RRE—  |EFAE-#HEH 18308 (1) 16:00 1642 [RRE—=15 | 3 |RBHELIUEHTOTHICE T HESBLEARE DR KR
10039 |0-086 m B FREI 1A318 (A) 9:00 950 |FaRi5 3 |SapphireAmp Fast PCR Master Mixz L =R, itz #EE REESI L B A A DML
10040 |0-069 (P &3 18308 (1) 11:00 11:50 |[BIR5 2 2BlELUBFIMIEEREATL—FDOEE
10041 |P-202 RRE— | ZDfth2 18308 (1) 17:00 17:42  |IRRA—%15 | 2 |<DClostridium difficile</I> (KI>C. difficile</I>) {RE ECDIRIE DN BIRAFELHEHFCDONTODRES
10042 |P-001 RRE—  |FEFIHRE1(1M) 18308 () 16:00 16:42  [RREA—=15 | 1 |IKEELYBYIRL<DHelcococcus kunzii</DE & H LT 15EHI
10043 |0-090 m BIFRE2 1A31R8 (H) 9:50 10:40 |45 2 |BEROEBLZAAL-MRIEEREDODEENDHA
10045 |P-153 RRE—  |EFAE-#HE3 1A30R (1) 16:00 16:36 | RRA—=15 | 2 |BRICETINBEEREORRESBHEREDETR
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BRES | HEES | FREX | EEYI VT BiZH BEH i - =15 % EREA
10046 |P-041 RRE—  |EFIHRE6(RE) 18308 (1) 17:00 17:54 |[{RRA—=%15 | 7 |Panton—Valentine Leukocidin (PVL) EE 4 | HiHH L EIMRSA (CA-MRSA) D 24T
10047 |P-196 RRE— |20t 18308 (1) 16:00 16:48 | RRA—=15 | 4 |MKEEBEEILARITICTORMEAEZDOHR—ERICH T IMRIEEDBEIFEHDIER—
10048 |P-109 RRE4—  |EHE 1A30H (1) 17:00 1736  [[RRE—=15 | 3 |<DPenicillium marneffei</D>& D R AN b B2 ER R 7 B <D Talaromyces</DEDEEFRIE
10050 |0-002 P ERRERE 18308 (1) 9:00 10:00 |[55%i5 2 |BEEBERE MR H AT TRCReady MTB/MAC 1D E R D& 5T
10051 |P-203 RRE—  |[ZDih2 18308 (1) 17:00 1742 |RRE—%15 | 3 |dBAMSICILOMR THBESN-RERIERDO S BRKRERFIRZMHEIZONT
10052 |P-047 RRE—  |EFIFRETER) 18308 (1) 16:00 16:36  [{RRA—=15 | 4 |BEXBEEMFERKLYCOSUB>2</SUB>E R E<I>Escherichia coli</D> M5 B 1= 15
10053 |P-139 RRE— | EFRAE-#HFEH 1H308 (1) 16:00 1642 |[RRE—=5 | 1 |[IMREEGEENICESTHERAREEREICONT
10054 |0-008 & EE1 1A30H () 10:00 10:50 |5E5%15 2 BRI ILEBBREICT AVEALL Y LFERERDT-IT ANILFILZEED 145
10057 |0-009 & E&1 18308 (1) 10:00 10:50 |5E5%15 3 |MIRDERFBRZMATERREICLDRIKE RZMEAE A DT
10058 |P-078 RRE—  |EFIFRE (ZDH) 18308 (1) 16:00 16:48 |[[RRA—=i5 | 1 |Mi&KEEE &Y< Campylobacter upsaliensis</DA B f=—15l
10059 |P-037 RRA—  |[FEFIHRE6(EE) 18308 (1) 17:00 1754 |[{RRE—%15 | 3 |V FLEEELY<DCapnocytophaga canimorsus</I> % 5E> 1=l
10061 |P-096 RRE—  |IEEE2 18308 (1) 17:00 1748 [RRE—=15 | 4 |RBISENTREL-EZREREEHOHENT
10062 |0-142 m fiE %R & (M t4) 18318 (8) 11:00 1200 |F185 1 |(BE&YRHEINI=GESE! B -S54 < —+H E EKlebsiella pneumoniae D —14
10063 |0-035 O FEssE A 1 B308 (+) 10:00 1050 |meaiz 3 Ian%n0$~2014¢®5@£5$F‘aﬂl:8(163. agalactiaeDAN= 1> TYRATAL Y LARTZAX YU DRBRZHEDE)
10064 |0-023 (P RIUER2 1H30H (1) 14:50 15:40 |ZE5%15 2 Mm%} kY <D Robinsoniella peoriensis</DAV&H S 1=14l
10065 |0-013 m BE@2 1A30H (1) 10:50 11:40 |F5%15 2 |BIRERBEIZE T HiBE10FER DD Candida</DIAE DEGRRE RIZTDULNT
10066 |0-103 P R5E PR iR 22 1A318 (H) 10:00 11:00 |F5%15 4 | T—ERAZV T BZ BT EHEBMEBENSHEE TO ARBREHE~DER
10067 |P-039 RRE—  |FEHIFRE6(KE) 18308 (%) 17:00 1754 |[RRE—=15 | 5 |BREBEERO ZRELEL TDPasteurella bettyae</DZE &R H L= —fEH]
10068 |0-031 P EZRE 1H308 (1) 9:00 1000 |[F6Ri5 5 |ZBHIMET S LEEREDTIVTA4T - H—_R(FURX
10069 |P-159 RRE—  |RERE 1H308 (1) 17:00 17:42  |FRRA—%15 | 2 |ESBLESE KEEEPCR-based ORF Typing(ESBL EC POT);&M B
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BRES| AEES | REW | REwviavr—< | ACs | @A | AV (EVOURL o %; EEA
10070 |O-111 m P ZD1th2 1A318 (/) 11:00 1200 |FE5%15 6 |BRMMEZERIZHEITETL T DEHEIZOVLTDRE
10071 |0-034 m P EF T2 18308 (1) 10:00 1050 |F6RiG 2 |ARDOABREBEIZETHI0FEFOEFIRZEROLEIL
10073 |0-029 (P PR A 1H30H (1) 9:00 10:00 |(F6=15 3 |<D>Streptococcus dysgalactiae</I> subsp.<[>equisimilis</I>(SDSE)#%& L\ FIEZ T  BInZHM
10074 |0-078 P CRE 18308 (1) 14:00 15:00 |[FE1=5 6 |FRAZEZHMBRITICEITDHIL/ARR AT 4R HE (CRE) D5 BEIK R
10075 |P-154 RRE—  |EFRAE-HES 18308 (1) 16:00 16:36  |RRA—=15 | 3 |HRICETEHVSLEELEAKRBRORBERES FUEFIRZERR
10076 |P-189 RRE— %gﬂgﬁ'mﬂﬂﬁg 18308 (1) 16:00 16:36 | RR4—=15 | 3 |HRTRESNIzZ1—F /02 FERME<DHaemophilus influenzae</D> D HIE F AR 5T
10078 |P-034 RRE—  |FEHIERESOERE) 1H30H (1) 16:00 16:48 |RRA—=1B | 8 |<D>Nocardia beijingensis</DAMRH SN I=ffi/ DL DT BELE D145
10080 |o-016 - HE) B30 (+) 10:50 1140 |msais 5 %>tcé;;cg§;/l>ﬁl:}sHé%»fﬂxﬁ%ﬂﬁﬁ%@%ﬁv‘b—h&ﬁ%ﬂﬁﬁ7n—;<‘>7°|/—|~§ﬁit\f:§r£§IJ!E¥§1‘€Ei
10081 |P-022 RRA—  |FEHIERS4(Mm) 1H30H () 17:00 17:42  |FRRA—%15 | 3 |Facklamia ignavalZdk2 & MjE D — 1]
10082 [P-185 RRE— | tEE 1H30H () 16:00 16:48 |FRRA—£K1; | 7 |Vancomycin(VCM)EX BPos Combo/ X3 JL1TIZE TS Staphylococcus spp.dDVCM-MICHE D 1% &t
10083 |P-024 RRE—  |FEHIFRE4(10) 18308 (1) 17:00 1742 |RRE—=15 | 5 |BIRXEBEQMKEEH, SR SN =<DClostridium innocuum</I> [ZDLVT
10084 |P-085 RRE—  |EFIFRE (ZDH) 1H30H (1) 16:00 16:48 |RRA—=15 | 8 |MALDI-TOF MSIZ TR HAZS Wi A AT HE T3> 7=AmpCRE 4 <I>Salmonella</I> MinnesotalZ &% BUIIE 0 1451
10085 |0-104 m B %2 1A318 (H) 10:00 11:00 |F5%15 5 |\EEAEARICE 1T A EBRIEEN O R — B G AET
10086 |0-120 m EERE 1A31R8 (H) 10:00 11:00 |[5E6=i5 3 BREBRREZEZMALIZYAITIXIAL/ATNED LEEET
10087 |P-126 RRE—  |BREIA2 18308 (1) 17:00 1736 |[RRE—=15 | 1| |HEXEEEETELGN IS LREREDOREREREER
10088 |0-145 (P fiE 9I$R & (M t4) 1A31H (82) 11:00 1200 |[$E7=5 4 |FERIVBRHESINI-LZDH <D Enterococcus faecalis</I>MD 14l
10089 |P-021 RRE—  |FEHIFRE4(10) 18308 (%) 17:00 1742 |RRE—%15 | 2 |Mi&KEE &Y BEKAE D <D Streptbacillus moniliformis</D>% 53 & L 1= 145l
10090 |P-014 RRE—  [FEHIFRE3(M0) 18308 (%) 16:00 16:36  [{RRA—=15 | 1 |Mi&IEE &Y< Aggregatibacter actinomycetemcomitans</I>HVER HH S 1= B 2410 (N FE 2 D 1 fE 51
10091 |0O-141 m FEGIFRECHIEER) 1A31R8 (H) 10:00 11:00 |[FEIR5 6 |FR. BE/KH 5D Bifidobacterium breve</I>% 5 B L 1= 15/
10092 |0-137 m FEGIFRECHIEER) 18318 (8) 10:00 11:00 |[FEIR5 2 |<I>DMycobacterium abscessus</I>[Z & ZPDRE & 2¢ ) — 1l
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BRES | HEES | FREX | EEYI VT BIZ5 BEH i - =15 % EREA
10093 |P-084 RRA—  [EFIFRE11(ZFDH) 1A308 (1) 16:00 16:48 |RRE—=15 | 7 |EESHEEMALDI Biotyper IZ&Y<I> Roseomonas mucosa </I>% &% L1=—1l
10094 |P-053 £245—  |MALDIEIERE) B30 (+) 17:00 1730 |txa—2ais | 4 TtAgL%IL—:{;%F é’l—sjn 2138 LVITEK 2(Z#5 (% Bnutritionally variant streptococci (NVS) DEIEREE D LLREBEICERLRE
10095 |P-016 RRE—  |FEHIRE3(10) 1A308 (1) 16:00 16:36  |[{RRZ—=15 | 3 |<DIngatzschineria indica</I> AR E & H#ETE S 2 BLIIE D —
10096 |P-070 RRA—  [EFIFRE10(ZF D) 1A308 (1) 17:00 17:48 |{RRA—%15 | 1 |<DCorynebacterium striatum</D>IZk% B CF B 1410 NI 2 0 — 1
10097 |0-076 (w5 CRE 18308 (1) 14:00 1500 |FIRG 4 |ERICEITDNILARRLTHIET 2 R0 52— DR FH
10098 |0-108 P Z D2 18318 (H) 11:00 1200 |55 3 SREREREEFALEYA2TSIATAL/IATRNELELAMPED LLEIR T
10099 |0-010 & E&1 18308 () 10:00 1050 |E5515 4 |KDAspergillus</DEEIZH T 2MEREDMICHAEIUHRF VM AV ERIRZHHARIEORE
10100 |P-008 RRE—  |FEHIR & 2(10) 18308 (1) 17:00 1736 | RRA—=15 | 1 |BERXBEOHERIZEELTI=<DNeisseria cinerea</I> & MLiE D —4l
10101 |P-166 RRE— |k 18308 (1) 16:00 16:36 | RRA—=15 | 2 |FWBITETAFRVVKOMEFTEAE
10102 |(0-047 b BT 18308 (1) 14:00 15:00 |F6=iH 4 [<I>Streptococcus tigurinus</I> & MJE D R AT
10103 |P-015 RRE—  |FEHIRE3(10) 18308 (1) 16:00 16:36 | RRE—=15 | 2 |MKEENONDMELKBZEA D EESNT-145]
10104 |0-001 m ERRERE 18308 (1) 9:00 10:00 |[5E5%15 1 | FENGIEERERBEEERRBEE MR ELIZMALDUAA A 24 /3—(Z LB FRE M EE D FFE
10105 |0-136 m FEBIERECHIERR) 1A318 (H) 10:00 11:00 |F185 1 (DO B RIGIEE . BB, AV F— LR DOBRE L N RBEEONIC LS EM RS
10106 |P-012 RRE—  |FEHIR & 2(10) 18308 (1) 17:00 1736 |RRA—=1; | 5 |<DAeromonas caviae</D> & MIAEE 5 DB PRV IHBE B 2 2 HTIZ & %< Aeromonas</DERIE B 5 XHRHIE B2
10109 |P-099 RRE—  |IEEE2 18308 (1) 17:00 1748 |[RRE—=15 | 7 |[RERERBREICHTOIFRNEEEZSOERBRZMEOBRE
10110 |P-155 RRE—  |EFAE-#HE3 18308 (1) 16:00 16:36 | RRA—=15 | 4 |LROBEFEFMOMBIEEREDKRET
10111 |P-076 RRE—  |FEGIERE10(Z D) 1A30R (1) 17:00 1748 |[{RRA—%15 | 7 |93V RATAIUIZTaAvbA—/LENT=<>Nocardia elegans</i>{&FE 14 B 2 iE D 1451
10112 |P-214 RRABZ—  |Others(English) 1H308 (1) 17:00 1748 [RRE—=15 | 1| |EEBREEEFIRZMHREO LERKRE
10113 |P-068 RRE—  |EFIERE (ZD1th) 1A30R (1) 16:00 16:42 |[{RRE—%15 | 6 |FEEFLZES<DPasteurellaceae</I>|1Z kB HEIEE B E RS IE & D 1551
10114 |P-156 RRE—  |EFAE-#HE3 1A30R (1) 16:00 16:36  |RRA—=15 | 5 |HERICH 1T D REEREEAE B3R <D Escherichia coli</D> MOHRM BRI LEFIKZ LD LLERE
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10115 |P-035 RRE—  |EFIFRE6(RE) 1A308 (1) 17:00 1754 |RREA—=5 | 1 |GRIBIXREGEEH, S5 S i=<DBergeyella zooheleum</D> D —14l
10116 [P-110 RRE— (BB 1A308 (1) 17:00 1736  [RRE—=15 | 4 |K[EERFBEN D5 BESH <D Schizophyllum commune</1>D— 1l
10117 |0-140 m P FEBIERECHIEER) 18318 (/) 10:00 11:00 |FIR5 5 |HUSZ&HELT-IAE H it Kim 3 R 5 D — eI
10119 |P-178 RRE—  |EF 1A30H () 17:00 1748 | RRE—=15 | 8 |HERNOERGERICETHAEIERORERERZMEIZDOV T JANIST—2DMEIZL 545
10120 |P-050 RR4— |MALDKRIERE) 18308 (1) 17:00 1730  [RRE—=15 | 1 |ESHQERZMREADSTMEIZLAMRIEEE ERZIEHBROBRE
10121 |P-186 RRE— | 18308 (1) 16:00 16:48 |[RRE—=15 | 8 |[FREEEKICHT HMEY RIS ITEEDPS192XE ALV -BEEGHIELBREEICHS T HMICED LLER
10122 |0-011 & EHEI 1H30H (1) 10:00 10:50 |5E5%15 5 |[<U>Aspergillus udagawae</U>(Z&BREE ML RNIR 2D 145
10123 |P-046 RRE—  |EFIFRETER) 18308 (1) 16:00 16:36 | RR4—=15 | 3 |Mi&EE KY<DActinobaculum schaalii</D A& H S F=341
10124 |0-097 & BEPR 1 1A318 (8) 9:00 1000 |FE5R15 4 N1%YBIANFI DU ITH/—)LILcontaminationZ 5T H
10125 |P-157 RRE—  |EFAE-#HES 1H30H () 16:00 16:36 | RRA—=15 | 6 |HRESFIMBIEELNILARRLRNBEEOERRKR
10126 |0-054 m Z D1 18308 (1) 15:00 16:00 |F6515 5 |R—#ICBITAAREELREADHILNARRYT—FEAGERNEERHARORENERRAE
10127 |P-093 RRE—  |EEE2 18308 (1) 17:00 1748 |RRE—=15; | 1 |BE&EH,SEE S F=<DMycobacterium tuberculosis</I>
10128 |P-026 RRE—  |FEHIFRE4(10) 18308 (1) 17:00 1742 |[{RRA—=15 | 7 |Mi&EEE &Y<IDMycobacterium fortuitum</DZHRH L1=1EHI
10129 |P-213 RRE— | ZDfth3 18308 (1) 16:00 1636 [RRE—=15 | 6 |[BRKRBRERMZBIET KZENONAFVRVEBLEDEE
10131 |0-003 P ERRERE 18308 (1) 9:00 10:00 |[55%15 3 |EBREIOTNI 74— EEAVMPToMARRE T YN QA UIBRTBIICL SRR EFHDEE
10132 |0-094 m RE PR R 2 1 1A31R8 (H) 9:00 10:00 |[55%15 1 (&Y / L@EITE AV RAEEREZHCH T HIGEREE OGN
10133 |P-002 RRE—  |FEFIFRE1(10) 18308 (%) 16:00 16:42 |RREA—=15 | 2 |f/MREFIERF—H Sk SN <D Staphylococcus aureus</DDEEFREMTFERICDLNT
10134 |P-018 RRE—  [FEHIFRE3(M0) 1A30R (1) 16:00 16:36  |[{RRZ—=%15 | 5 |<DHelicobacter fennelliae</I> (=& & MHE D 145l
10135 |P-210 RRE—  |[ZD1h3 1H308 (%) 16:00 16:36  [[RRA—=15 | 3 |<DStaphylococcus aureus</I>@Small-colony variant 1#k% xR ELI-HIE 2 B FRIFEHT
10137 |0-068 (=] &3 1H30H (%) 11:00 11:50 |[FBIR5 1 |ESBL NDP test M & R4
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BRES | HEES | FREX | EEYI VT BIZ5 BEH i - =15 % EREA
10138 |P-142 RRE—  |EFAE-#HEH 18308 (1) 16:00 1642 [RRE—=15 | 4 |HRICETEIEEIRE B —5787—HEEEDE. coli</DDIEGFRAEN
10139 |P-130 RRE—  |BREER2 18308 (1) 17:00 17:36  |[RRA—%15 | 5 |ERNTHBEEINTz<Dbla</D<SUB>IMPL/SUB> R H B #IZxI 9 HCarba NP testDH DR T
10140 lo-060 O T | 1308 (+) 9:00 1000 |@m74is 5 g FEREE A D5 B SN T=<DPrevotella intermedia</I>, <I> Streptococcus anginosus </ID>groupMZEHK|BEZEIZ DL
10141 |P-077 RRE—  [FEFIFRE10(ZDH) 1A308 (1) 17:00 17:48 |{RRA—=%15 | 8 |Corynebacterium kroppenstedtiih\& H St 1= ASF FEME LR & D —45I
10142 |P-032 RRE—  [EFIFRES(EIRER) 18308 (1) 16:00 16:48 | RRA—=15 | 6 |BERKLYSalmonella sp AR H & 1= 1 fE
10143 |P-069 RRE—  |FEFIFRE(Z D) 1A308 (1) 16:00 16:42  |[RRA—R15 | 7 |ERGHEIREMFEL & HFLT-<DStreptococcus mitis</I> [ZLHDRE R D—4HI
10144 |0-095 & BER R 1 1A318 (H) 9:00 10:00 |[5E5%15 2 |7IRTLAVIKRZDIMP-12420- B -5047—EEAGERNBERHRE ORI IKR
10145 |P-194 RRE— |20t 18308 (1) 16:00 16:48 |[RRA—=15 | 2 |MKEEICSTHEHERERKR
10146 |0-110 & ZDith2 1A318 (8) 11:00 1200 |FE5%15 5 | ERERLEREETHEEIZHTSHXTAGSUBY(R)K/SUB> RVP FAST v2Z& L= JL RFEHT D#RER
10147 |0-063 A& i 14 &2 18308 (1) 10:00 11:00 |[E7R5 2 |7 IVEALPCREIZE D AF VI UMMEE DR EZE DA RMEIC OV TORE
10148 |0-132 m fiE 193K & (FE 0% 25) 18318 (8) 9:00 1000 |F71R5 3 |<DMycobcterium triplex</I>|1Z & 2 IEE % M 1 B B D — 51
10149 |P-054 RRX4— |MALDIRIERE) 18308 (1) 17:00 1730  |RRE—%15 | 5 |MKEEHKITIS—EREEIFVKEOELLEN. BEEFEHRVEENMTED LR
10150 |P-038 RRE—  |EFIHRE6(RE) 18308 (1) 17:00 1754 |RRE—R15 | 4 [(RybHLDRBRENFRHONT=<DMicrosprum canis</I>[Z & HEEEREEED —15l
10151 |P-094 RRE—  |EEE2 18308 (1) 17:00 17:48 |[{RRZ—%15 | 2 |<D>Mycobacterium mageritense</I> [Z& B F itk LD 14|
10152 |P-066 RRA—  [EFIFRE (ZD ) 1A30H (1) 16:00 16:42  |FRRA—=R15; | 4 |<DSchizophyllum commune</I>IZ&k%mucoid impactionZiB&H =7 L L ¥ —H4 5 E X ME B AE (ABPM) 0 1451
10153 |P-089 RRE— Eﬁé;é%@ziﬁwg 18308 (1) 16:00 16:42 |FRRA—%15 | 4 |Rapid Growing Mycobacteria(RGM) & 0 Z=H| & 52 1 D 1 5t
10154 |P-148 RRE—  |EFAE-#HE2 1A30R (1) 17:00 1736 |[{RRE—=15 | 3 |HRICHTHMEIMRSAIRED 10F B D& KR EERIRZ R
10155 |0-118 m EERE 1A31R (H) 10:00 11:00 |[56=i5 1 |FFEPORPIHEBRERRIRE SO
10156 |0-130 m fiE 151 4R &5 (FE IR 25) 1A318 (8) 9:00 1000 |F1R5 1 [Nocardia asiatikalZd fiffi 2¢ O — fEHI
10157 |0-131 m fiE 3R & (FEIR 2R) 1A31R8 (H) 9:00 1000 |F1R5 2 |Shewanella algae |22 BRINSE - BE M9 D 141
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BRES | HEES | FREX | EEYI VT BIZ5 BEH i - =15 % EREA
10158 |P-097 RRS—  |EEE2 18308 (1) 17:00 1748 [RRE—=15 | 5 |HRICHETEHZHIM MK, BEHIMMEEZEFNDEEERET IV FOBGIC DOV TODRET
10159 |0-015 m P i=: P 1A308 (1) 10:50 11:40 |55 4 |fBREMYY T vy RESFI DIRET
10160 |P-111 RRE— (BB 1A308 (1) 17:00 17:36  [{RRA—=15 | 5 |<D> Schizophyllum commune</I>IZ& 5 &I 2R X ) 5 FE
10161 |P-020 RRE—  |FEFIERES4Mm) 1A308 (1) 17:00 1742 | RRA—%15 | 1 |Mi&EEEH 5D Streptobacillus moniliformis</I> Z & H L1=14l
10163 |P-160 RRE—  |[BERE 1A308 (1) 17:00 1742 | RRA—=15 | 3 |MKIEEDRERFE ~MALDI BiotyperB AIZ & DB HIRIEIZT (T T~
10164 |P-045 RRE—  [EFIFRET(R) 1A308 (1) 16:00 16:36  |[RRE—=15 | 2 |V 5 LBHEREDActinobaculum schaaliilZ&k 4 UrosepsisD 14l
10165 |0-042 E EEHES 1H30H (1) 10:50 11:50 |FoRi5 5 |4fRTHEESNf=Acinetobacter sp.DIEFfEHT
10166 |P-211 RRE—  [ZDh3 1H30H (1) 16:00 16:36 |[TRRA—R15 | 4 |FIPUERMD Staphylococcus aureus</I> small-colony variants|Z# (15 F IV IILEEA B R ELFDEEEN
10167 |P-167 RRE— |k 1H30H () 16:00 16:36 | RRA—=15 | 3 |HRICETDHLNARR LM HEBREEEEEREFOBIBHARRAZTORYEHA
10168 |0-102 & Be R % 2 1A318 (H) 10:00 11:00 |F5%15 3 |MDRPGIE AR EEDKREE REMBEZEF
10169 |P-197 RRE— |20t 18308 (1) 16:00 16:48 |RRA—=15 | 5 |RAPFERFRD16SYRY—LRNAEIGFREFICLDIEL - REEDHEL
10170 |0-021 m RRIEET 1H30H (1) 14:00 1450 |FE5R15 5 |ERERM4REEHEER : BEZ EB &G FIRE Verigenel X T Lai<DClostridium difficile</I>/ 3% JL
10171 |0-073 P CRE 18308 (1) 14:00 15:00 |[EIR5 1 [SRTRESNEREE DAL ARRLRRBEEAOMELIZBE T 55 FEMFN - ERRMERFDRET
10172 |P-191 RRA— %ggﬁgﬁ-mmﬁﬁt 18308 (1) 16:00 16:36 | RRA—=15 | 5 |[HEMEEREMICETH57)L/ AR AT RN E O IKR
10173 |P-220 RRA—  |Others(English) 18308 (1) 17:00 1748 |[RRE—=15 | 7 |EEOEGFREFELICHTI-PCRIED KL KEDRKET
10174 |P-019 RRE—  |FEHIRE3(10) 18308 (1) 16:00 16:36 |[{RRZ—=15 | 6 |<I>Campylobacter fetus</I>|Z k% R iE & K ENAREE D —15I
10175 |P-013 RRE—  |FEHIR & 2(10) 1A30R (1) 17:00 17:36  |[{RRE—=%15 | 6 |MAEEHNSI)RAFUMMET LRI —% 5B LUT=15EHI
10176 |P-164 RRE—  |RERE 18308 (%) 17:00 1742 |[{RRA—=15 | 7 |Multiplex PCR-BEEV AT 5 T74—Z ALV MRSARIRE EEDEE
10177 |0-082 m HFIRZ M 18308 (1) 15:00 1550 |FI=5 4 |<I>DMoraxella catarrhalis</I>®BRO B -lactamaseE £ & B —lactamRIAE E D RZ R IE
10178 |0-096 m RE PR R 2 1 1A31R8 (H) 9:00 1000 |F5%15 3 |EHHFAHSRESNIMRSAOPOTR D E—1IZDLNT
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EBRES| BEER | BREHX | EEwYIIVT BIZ5 BEH i - =15 % EREA
10179 |P-125 RRE—  |BREET 18308 (1) 16:00 1642 [RRE—=15 | 7 |RIUTRBREIZEITHLAMPENDEBAIZDONT
10180 |P-090 RRHE— E%&%ggﬁ:ﬁﬂ@% 18308 (1) 16:00 16:42 | RRE—=15 | 5 |BREBEEVE—T—RICL R E RFIMMEHTS : 2009-2014
10181 |0-056 (P it P 1 1H30H (1) 9:00 10:00 |(FTIR5 1 [B=HERET70RR) D REM <D Salmonella</I> spp.DEZHT
10182 |P-086 RRE— Eﬁé%égﬁiiﬁmg 18308 () 16:00 16:42 |RRH—=15 | 1 |Loopamp PURE DNAHIH ¥ vbZE L f-Loopamp FEREFRHAE T VEDEREERIZDONT
10183 |P-176 RRE—  |EF 18308 (1) 17:00 17:48 |[{RRA—=15 | 6 |<DAcinetobacter baumannii</DEMEFRITHR DL N IL D3RI i% DB F
10184 |P-052 RRX4—  |MALDI(RIERE) 1A308 (1) 17:00 1730  |RRE—=15 | 3 |[/NREEKRBRIAKLY S B S T=<DHaemophilus influenzae</D#kIZ#(F5 <I>Haemophilus haemolyticus</I>MD 3R [F E &
10185 |0-036 b g o i 1H30H (1) 10:00 10:50 |[5E6=i5 4 |FSA4TL—F B (DP192) Z L =Haemophilus influenzae D CLSIE &L FEEF RIZEE L LD LB ST
10186 |P-095 RRE—  |IBEEE2 18308 (1) 17:00 1748 |[RRE—=15 | 3 |AEHBERICE THEZOFELESH
10187 |P-120 RRE—  |RREET 18308 (1) 16:00 16:42 |RREA—%15 | 2 |HEESWEHICEIOIMERRREEBHEL-EERTEARTLESEOKRE
toigs o-02 AW | IRRE | Gh |00 | 1000 et |6 SO Stapyincosonl casserie smomenomer s AR
10189 |P-118 RR4—  |MREE-FFIRZMHE | 1300 (1) 16:00 16:36 | RRA—=15 | 6 |HILARRLREXOMICHEIZE IEREAHRICLIMERIEEDOIVFO—ILETDHRE
10190 |0-081 m HRIRZ M 1A30H () 15:00 15:50 [EIR5 3 |CPDXMtIZTAMpCR Y —=U & BB LG T- R HRZ M/ A I—2 D<DE.coli</D D LB R
10191 |P-121 RRE—  |RREET 18308 (1) 16:00 16:42 |RRA—R15 | 3 (6FEEDESBLEAEGFEERRIERET HTILFIL VI APCREDRF
10192 |P-103 RRE—  |NEEE3 18308 (1) 16:00 16:36  |RRA—=15 | 3 |WILFTL v RAPCREGRBMIRMEITIC K DIERE EAITHERH DR
10193 |P-033 RRE—  |EFIHRES(FIRER) 18308 (1) 16:00 16:48 | RRA—=15 | 7 |STEFIMENocardia wallaceilZk Bt/ IL2 7 iE D — 1
10194 |P-036 RRE—  |EFIHRE6(RE) 18308 (1) 17:00 1754  |RREA—=15 | 2 |REARBEICLDINR DB THRELROEMN >F<DCapnocytophaga</DEH B FE T & B ikiR % D 14
10195 |0-005 w5 ERRERE 1A30R (1) 9:00 1000 |F5%15 5 |MALDI/NAF A4 /\—&LDDHEED LLER & ET —MTC. MACUA D IEFEMMERBERIZDLNT —
10197 |0-018 (=] RSIE R 1H30H (1) 14:00 1450 |55 2 |Mi&IEE KY<DDesulfovibrio fairfieldensis</I> A5 B S AL 1=14E
10198 |P-146 RRE—  |EFAE-#HE2 18308 (1) 17:00 1736 |[RRE—=15 | 1 |BEUXREMERRICETINRIEEREDHEEBRANMRERREZORGHRDOEBE
10199 |O-114 m TROBE 18318 (8) 9:00 1000 |F6xi5 3 | &} A FE<D Staphylococcus aureus</I> (23T HHMRSAZE DMIC CreepIRRIZDLNT




BRES| AEES | REW | REwviavr—< | ACs | @A | AV (EVOURL o %; EEA
10200 lo-098 O oy R | 1A31E (B) 9:00 1000 |m5ais 5 ;&E%% V;;@;ﬁ;% ;/J\%%% l;ﬁf:(f‘_»—jrbzﬁ-é%x—)miﬁﬁﬁ [ZDWT/B><BRO— SR THREFERREAELS
10201 |P-055 RRE—  [EFIFRE(ZD1th) 1A308 (1) 17:00 1748 |RRZ—%15 | 1 |<DPropionibacterium acnes</I>IZ& 3 BEL L NIE X D 145
10202 |P-107 RRE—  |EE 1A30H (1) 17:00 1736 |[RRE2—=15 | | EEALEOERICLSRREREEDOEL
10203 |0-088 P BIEFREI 18318 (H) 9:00 950 |Fani5 5 |RELVEDBENOD SN - KIGE DBGFHIFF RN
10204 |P-112 RRE—  |[E&E 18308 (1) 17:00 1736  |RRE—=15 | 6 |2 BB MREEEITFKIEL <D Scedosporium prolificans</I> E & MHE D 14E {5l
10205 |P-028 RRE—  |EFIHRESFRER) 18308 (1) 16:00 16:48 |[RRE—=15 | 2 |[BRARA23{ETIF 2 (PPV2)IZEER DFIRMEERZ LRI A BRE R (IPD) D 25451
10206 |P-168 RRE—  |fEbe 18308 (1) 16:00 16:36 | RRA—=15 | 4 |ZEXRZEZHMEBERRICETHBETEFODCdifficile/ DB EFREEDEE
10207 |P-029 RRE—  |[FEFIFRES(EIRER) 1H30H (1) 16:00 16:48 |RRA—=15 | 3 |H45—EHERIZME% R T staphylococcus epidermidis DkatAZE EfF AT
10208 |P-149 RRE—  |EFRAE-#ET2 18308 (1) 17:00 17:36  |[{RRA—=15 | 4 |HRICHTHBEI0FER O MKIEBRED RN
10209 lo-116 - SRS {B31E (8) 9:00 1000 |meais 5 z?;EDStaphylococcus aureus </DD<DmprF </DTHRICHKRIN-EEDFI T/ LV ERZHICRIFTEE
10212 |P-135 RRE—  [WEES 18308 (1) 16:00 16:42  |RRE—=15 | 4 |ZBARAIZETSH<DH.cinaedi</D DREHIZDUNT
10213 |0-045 m EEREAL 18308 (1) 14:00 15:00 |ZB6=im 2 |ERPR 52 BER 2 IKF 3008k D % A RIIRET
10214 |P-187 RRA— %?gg;ﬁ-mﬁ;ﬁﬁr% 18308 (1) 16:00 16:36 | RRA—=15 | 1 |GEB-ZV4v—CEEABNHEERME OB ZEANEBMELI-TA RVILBUEDRET
10215 |0-077 m - CRE 18308 (1) 14:00 15:00 |[EIR5 5 |ERNDEET RN IE—BEDAILANKR LT EREICRE T S5
10216 |0-074 P CRE 18308 (1) 14:00 1500 |F1R5 2 TR DOEBEEE LY S EBEINT-AILARR AT EBRNAEREEE O TS XIRET
10217 |P-116 RRA—  |MREE-FXRIRZMHE | 18308 (1) 16:00 16:36 |'RRA2—=15 | 4 [CLSITLAIRAUNERICHSIGAMEICR I HCEZRZMEICE Y H1R5T
10219 |P-075 RRE—  |FEFIFRE10(Z D) 1A30R (1) 17:00 1748 |IRRZ—%18 | 6 |<DPasteurella bettyae</I> NN BESN-FEEIEE D 1EH
10220 |P-062 RRE—  |EFIIRES(Z D) 1A30R (1) 17:00 17:48 |[{RRZ—%15 | 8 |<DBordetella hinzii</I>[Z &2 TR ERE R 0D 14E
10221 |0-041 m EFHRES 1A30R (1) 10:50 11:50 |5E6Ri5 4 |MRBEBENSRHSNI-MRSAIZE T DHEERIE RE SO HMEN IR
10222 |P-138 RRE—  |BREIES 1A30R (1) 16:00 1642  [RRE—=15 | 7 |FEERMMXIRERSEEZ B R AT ARSI TR Ay b O BB RE T
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BRES | HEES | FREX | EEYI VT BIZ5 BEH i - =15 % EREA

10223 |P-074 RRE—  |EFIFRE10(ZDH) 1H30H (1) 17:00 1748 [RRE—=15 | 5 |BRERTIESVIZZESnI=F RHIES]

10224 |P-065 RRE—  |FEFIFRE (ZDh) 1A308 (1) 16:00 1642 [RRE2—=15 | 3 |R5IESIVMKEEH S<DExophiala dermatitidis</D A BES LT 1451

10225 |P-122 RRE—  [BREET 1H30H (1) 16:00 16:42  |FRRA—%K15 | 4 |MALDI BiotyperZ L = R AK B R 5E /5% O 5T

10226 |P-175 RRE—  |EF 18308 (1) 17:00 1748 [RRE—=15 | 5 |HRICKTIMBEZEBDDINEE - RNLOEEIZL DB M4EE - B LRRE O LR
10227 |P-117 RRA—  |MREE-FFIRZME | 1A30H (1) 16:00 16:36  |[RRE—=15 | 5 |RRIRHEINBEL U Y ERELMOBMMEL VY ERE SO EF|RZH LR

10228 |P-127 RRE—  |BE&2 18308 (1) 17:00 1736  [RRE—=15 | 2 |IRBEBERMLVERREICS TS0 2—FILEZEDEEREIZ DT

10229 |0-020 E RRIEE 1H30H (1) 14:00 1450 |FE5R15 4 |<D>Clostridium ramosum</I>, <I>Peptoniphilus harei</DIZ&HEEMEBEEE XD —1HI
10230 |P-150 RRE—  |EFAE-#HE2 18308 (1) 17:00 1736  |RRE—=15 | 5 |HRICETHEEI0EROMKIEEREROES

10231 |0-006 E ERRERE 18308 (1) 9:00 1000 |FE5R15 6 |TRCReady-80&0/\ZTagMand48 R ULAMPAIZ KB INEERRE O LLER 5T

10232 |0-050 & Z D1 18308 (1) 15:00 16:00 |F6Ri5 1 ABRALMEEEREEFEALRRESEEEELT 2BREEZDRE

10233 |P-205 RRE—  |[ZDith2 18308 (1) 17:00 1742 [RRE—=15 | 5 |AEEREEOREREVAILRIHTEITFLHR

10234 |0-123 m FERE 18318 (H) 10:00 11:00 |[56=i5 6 |Drug Susceptibility Testing Microfluidic device (DSTM)Z R \f=ESBLMDTEIRE Z DR
10235 |P-101 RRE—  |IEEES3 18308 (1) 16:00 16:36  |[{RRA—=15 | 1 |BEEEFRELZETRCReady-80% AL \/=TRCReadyMTB# K UMAC O ET4il

10236 |P-200 RRE— | 2D 18308 (1) 16:00 16:48 |[RRA—=15 | 8 |HROMAREZEESBHEDRAR

10237 |P-177 RRE—  |EF 18308 (1) 17:00 1748 |RRE—=15 | 7 |ARARMITETEIIATIXI/LAMPEDRHEIZDINT

10238 |P-124 RRE—  [BREET 1H30H () 16:00 16:42  |FRRA—=R15; | 6 |MALDI-TOF MSAYH[EMDCandida/@H KR ICE 2 55 E

10239 |0-091 m BIFRE2 1A31R (H) 9:50 10:40 |45 3 |THRIRMEXREEDIUERZICL SR LREEEFRREDHEEIZDNT

10240 |P-091 RRE— E%?é@?%ﬂ@% 1H308 (1) 16:00 1642 |[RRE—=15 | 6 |[RERERBEISETSZEREFIOMICHEE

10241 |P-169 RRE—  |FAEkekE 1A30R (1) 16:00 16:36  |[{RRE—=%15 | 5 |R—HEZRHI DSBS T=<DHelicobacter cinaedi</DD R H JVIRENSDRHAE
10242 |0-033 (mps HFPRE2 18308 (1) 10:00 1050 |$H6%i15 1 |<I>Moraxella catarrhalis</I>|Z# 1+ B If1 & ! &5 [R B F D R 47
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BRES | HEES | FREX | EEYI VT BIZ5 BEH i - =15 % EREA
10243 |0-072 m P i 4 &3 18308 (1) 11:00 11:50 |FIR5G 5 |IMPEARO B -S54 —tEZEAT HERNAEEROBITKIREIZDONT
10244 |P-143 RRE—  |EFAE-#HEH 18308 (1) 16:00 16:42  |[RREA—=15 | 5 |BHARMICEITEIHILARR LT ERNME R (CRE) D2 BEKRIZDOLNT
10245 |P-133 RRE—  [BEES 18308 (1) 16:00 16:42 |[RRE—R5 | 2 |(a~NTEYDPUERIBRELELZ0-261CXAHMERBREBREE SO VDRI —Z VT ([CHELT-HI
10246 |P-087 RRE— Tg%%g%&iﬁmﬁ 18308 (1) 16:00 16:42 |RRE—%18 | 2 |[JEEREIZEHTHMALDI-TOF MSEHE R ZED LhE R 5
10247 |0-028 P EFHRE 18308 (1) 9:00 10:00 |F6Ri5 2 /NREGERBRIAERAV IV IO Y E IR KIERRDMultilocus Sequence Typing (MLST) j&IZ kb0 FEFERIRET
10948 |P=204 RK2A— |20 1 B308 (+) 17:00 1742 |Kza—2i2 | 4 #_zhﬁ%%lzisl%ﬂ»ruﬁnrb/r)bx(CMv)wt_:'st')>’J“;‘£®$ﬁ§¢—§iJJoMV DNARIZE iZ ECMVRIRBITE ;& & D LLBR
10249 |P-162 RRE— | EEEE 18308 (1) 17:00 1742  |RRZ—%15 | 5 |MALDI-TOF MSZERUL\ =K MHHE D RE
10250 |P-136 RRE—  [WEES 18308 (1) 16:00 16:42 |RRA—=15 | 5 |STECERIFMICEEF T SHSTECEAE B LALLSTECHDHHE
10251 |0-051 & Z Dt 18308 (1) 15:00 16:00 |F6Ri5 2 |BEMEZE AV -MFEREHRER(Serum bactericidal test: SBT)& ML 12374 D 4T
10252 |0-099 (P BEPR 1 18318 (/) 9:00 10:00 |$F5%iG 6 é?%?@*f@gﬁ%ﬁ'%@g%%fgﬁfg’%%@fg%%@éﬁ'EL’”jwjL’T:$WJ$E%</ B> BR>—XliTRAE
10253 |0-058 m i 14 1 1 18308 (1) 9:00 10:00 |[ETR5 3 | KIZEERIR 7 BERRICEH T 5% /O Mt M F DT
10254 |P-011 RRE—  |FEHIFRE2(10) 18308 (1) 17:00 17:36  |[{RRA—=15 | 4 |Mi&EEE &KYHaemophilus influenzae fRI MBS 121451
10255 |P-161 RRE—  |ERE 1A30H () 17:00 1742 |RRE—=15 | 4 |BREEIOTN)S04—Z2AW=/O0 /)L ARRIEEEOERIRET
10257 |0-025 (P BRRIEE?2 1H30H () 14:50 15:40 |F5%15 4 |<DClostridium difficile</DIZx 2R EAF U RERIDEEIZDINT
10259 |P-192 RRE— %ggﬁgﬁ-mﬂﬂ%r% 18308 (1) 16:00 16:36 | RRA—=15 | 6 |HERANTHEEESNT=<DAcinetobacter/DEEIZDLT
10260 |0-022 m BRRIEE?2 1A30H (1) 14:50 15:40 |ZE5%15 1 [<I>Clostridium difficile</I>IZ§ 1+ 2 HKIRRZ M RER D L8R 5
10261 |P-023 RRE—  |FEHIFRE4(10) 18308 (%) 17:00 1742 |RRE—%15 | 4 |[EEZHESKIREZEDHT<DClostridium septicum</I> RE&ZAE D —AEHI
10262 |P-144 RRE—  |EFAE-#HEH 1A30R (1) 16:00 16:42  [{RRA—=15 | 6 |ICMTHR—FRTLEFE Iz, TUOFNAA TS LB OHA
10263 |0-083 P HFIRZ M 1A30R (1) 15:00 1550 |FI=5 5 |ERRIERE 2 —ICCCREMMHZ RN T-ESBLE £ DR
10264 |0-065 m it 14 &2 1H308 (1) 10:00 11:.00 |F7185 4 |GENECUBE% AU M-I i 1 2 H SRER PR 73 BE R EE A2 CTX-M type extended-spectrum j3 —lactamase O H:E [E] &E i%
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BRES| AEES | REW | REwviavr—< | ACs | @A | AV (EVOURL o %; EEA
10265 |P-082 RRE—  [FEFIFRE 1 (ZDH) 1H30H (1) 16:00 16:48 |FRRA—=R15; | 5 |RUBTARREICAEZE R T <D Campylobacter jejuni</DIZ&k 5. B E #2612 & 6 L 1= B AE AE 51
10266 |0-147 m P fiE 138 & (M%) 18318 (/) 11:00 1200 |FIRG 6 |2k THEERL f=Daptomycin{E & ZEMRSAIZ & 5 B 5E D 35l
10267 |P-017 RRE—  |FEHIRE3(10) 1A308 (1) 16:00 16:36  [[RRZ—=15 | 4 |<DBrachyspira pilosicoli</I>[Z &2 & M HAFF AL 7= — fiE
10268 |P-131 RRE—  |BE&2 1H30H (1) 17:00 1736 |[RRE—=15 | 6 |HREICHTHIMAEEERRYMIRED RS
10269 |0-027 P A 1H30H (1) 9:00 10:00 |[56=im 1 [{ZERME T R BRE R R D IVKED BEMR D 7 F IR FRIARES
10271 |P-151 RRE—  |EFAE-#HE2 18308 (1) 17:00 1736 | RR4—=15 | 6 |[BEI0ERICURTRELZAVER/NNYE—IZDNT
10272 |P-123 RRE—  |RREET 1H30H (1) 16:00 1642 |[RRE—=15 | 5 |HRTERKSBESNIZILE B -574 LEM RN EREESSERE A IEDORE
10273 [P-190 RRE— %ﬁgﬁgﬁ'mﬁ%ﬁ 1H30H (1) 16:00 16:36  |[RREA—R15G | 4 |AIILAARKRI—EELEBRNBREOY—RA52 XEHE (20115F-20144)
10274 |P-030 RRE—  |FEHIERESOERE) 1H30H (1) 16:00 16:48 |[{RRA—%15 | 4 |<DKlebsiella pneumoniae subsp. rhinoscleromatis</I>& R TE &AL 1= 24E 51 ) B R 0 B 22 B4R 5
10275 |0-133 E IiE 151 3% 25 (PR IR 27) 1A318 (H) 9:00 10:00 |[E7&5 4 |23fIFMRERE T OF BB ERICMER23AICK S REMMAIRE R LIEEFRIELI-1ES
10276 |P-212 RRE—  |[ZD1h3 18308 (1) 16:00 16:36  |RRA—=15 | 5 |BRERMEMZEEBICEITHEY -\ EHIOKREFEEZERICDOUT.
10277 |P-184 RRE—  |fiHEE 18308 (1) 16:00 16:48 |RREA—=15 | 6 |SKRBEHIZEITHDES/DDcoli/DOLRIAFH L UMHEROEL LB RERAZICBET %5
10278 |P-152 RRE—  |EFRAE-#HES 18308 (1) 16:00 16:36 |RRE2—=15 | 1 |HBMAEEREVersaTREKEA KD MKEERE IR
10279 |0-126 mpiS MALDI 1A31H (2) 11:00 1200 |$6515 3 [MALDI-TOF MS% L \f=MRSAZ! Bl () 5t &
10280 |P-201 RRE— | ZDfth2 18308 (1) 17:00 1742 | RRE—=15 | 1 |[7HARSMAEXRIE’/ 7 A ARSIAGNRD RIS D MREIZDUNT
10281 |P-140 RRE—  |EFAE-HEH 1A30H (1) 16:00 16:42 | RREA—=15 | 2 |ARRENBEE12FE0OERRZEEOEM
10282 |P-134 RRE—  |BREIES 1A30R (1) 16:00 16:42 |'RRE—=R15 | 3 [PCREICKDIBERIEKN DD Tropheryma whipplei</I> D&t
10283 |0-093 m BIFRE2 1A31R (H) 9:50 1040 |F4Ri5 5 |L—H—24o058 11032 E(MD) AWV -HIE OB EREDHA~
10284 |P-003 RRE—  |FEHIFRE1(10) 1A30R (1) 16:00 16:42  [[RRA—=15 | 3 |- Mi&H 5<DStreptococcus pneumoniae</ DA SNz fEE # D 1451
10285 |P-058 RRE—  |FEFIIRES(Z D) 1A30R (1) 17:00 1748 | RRE—%15 | 4 |CVAT—TILiEEKY<DGranulicatella adiacens</D V&R H S = 15EHI
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BRES | HEES | FREX | EEYI VT Hizb BEH i - =15 % EREA
10287 |P-165 RRA—  |fRbERk 1A30H (1) 16:00 16:36 |RRA—%i5 | 1 (REALZERL-HEERESATLOBEE
10288 |0-004 & ERRTERE 1A308 (1) 9:00 1000 |E5%15 4 |BHEGFREZEETRCReady-80% AL V=R EM B E R H EDRET
10289 |0-117 (w5 TRIEKE 18318 (/) 9:00 10:00 |F6Ri5 6 |MSSAIZxt3 HCEZ Inoculum effectD k5t
10290 |0-122 P RERE 1A31H (| 10:00 11:00 |65 5 [/AVAIILAMEFVFDEREFHESE LU R A—H—ITH T EFVMEEDRE
10291 |0-124 mPr MALDI 18318 (/) 11:00 1200 |FE6215 1 |MALDI-TOF MSYR AR JL/B— fR#TIZ &k B<D>Staphylococcus epidermidis</I> D/ N\ A 71 )L LT BED EEE
10292 |0-046 (] A 1H30H () 14:00 15:00 |F6R15 3 |MFEEEHL SR SN T=<D Streptococcus</D & 1044E 5l D 1 5t
10293 |0-037 & g o i 18308 (1) 10:00 10:50 |[5E6=i5 5 |F-RRAAEEIEHDEEMEDICHT IERS LU EIREEN DL
10294 |0-128 b MALDI 1A318 (H) 11:00 1200 |[5E6=i5 5 |MALDI-TOF MS% R\ =Ml i&k & # TR R 7 I ZBE 4% 5t
10295 |P-006 RRE—  |FEFIFRE1(10) 18308 (1) 16:00 1642 |[RRE—=15 | 6 |MLRBEENGT SLREERE AR - R E SN - E M D241
10296 |P-043 RRE—  |FEGIFRE6(RE) 18308 (1) 17:00 1754 |RRE—=15 | 9 |MEBMAIESEEIZE TS Stenotrophomonas maltophilial =2 57 8 ERER 4B B L fE D&
10297 |0-112 (] TRIBKE 18318 (82) 9:00 10:00 |(F6=iH 1 |HFETHRELI=ZGBSMDPCG, LVFX, EMOMICHEFS
10299 |0-059 m i 14 1 1 1H30H (1) 9:00 1000 |F71R5 4 |IPMELUMEPMESIZREMEZRLIZIMP-198U A5 0- B -5 27— E £ <DKlebsiella pneumoniae</D> DR H
10300 |O-144 m fiE %R & (M t4) 1A318 (H) 11:00 1200 |[EI&5 3 | MM HREEREICE T ENIL AR LM HEGERBE N RDOREE —EHZELT
10301 |P-064 RRE—  |EFIFERE (ZD1th) 1H30H () 16:00 16:42 |[RRE—=15 | 2 |“close to 13 TU” BIMLEZ 5IEZFEZ L -Acinetobacter seifertii0D [&] % fZ 4T
10302 |P-195 RRE— | 2D 18308 (1) 16:00 16:48 | RRA—=15; | 3 |REITRIERED/NAFITAIVLEBEES KUNAFTITILLRKIZHADDHEHEEREFIZONT
10303 |P-208 RRE— | ZDfth3 18308 (1) 16:00 16:36 | RRA—=15 | 1 |V7LRBELRERFORIKERE
10304 |P-007 RRE—  |FEFIFRE1(10) 18308 (%) 16:00 16:42 [{RRZ—%15 | 7 |<DNeisseria elongata</I> subsp. <I>glycolytica</I> =&k B0 RFE X D —4HI
10305 |P-100 RRE—  |EEE2 1A30R (1) 17:00 1748 |[RRE—=15 | 8 |ARTHMIN-REREABRDTUFNAF TS L
10306 |P-209 RRE— | ZDfth3 1A30R (1) 16:00 16:36 | RRA—=15 | 2 |MBEESEHRTERLEEEEICAIT5RE
10307 |O-115 m P-4 TRIEKE 1A31R8 (H) 9:00 10:00 |[Z6=i5 4 |IMRSADVCMIZH T HEXIEZEDRE
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BRES| BEES | £%bR | BEwyiavT—~ | Bizs | EA aeri t”’;""@ &35 %; HEL
10308 |0-019 m P BRREET 1A308 (1) 14:00 1450 |55 3 | &fx TREERL f=<DDPeptoniphilus harei</I> & If4iE 645 0 B BR A0 45 15
10309 |P-081 RRE—  |EFIFRE (ZDH) 1A308 (1) 16:00 16:48 |[RRE—=15 | 4 |SEEOMBKIEE LY S EESN <D Shewanella algae</D> D 145
10310 |P-199 RRE— |20t 18308 (1) 16:00 16:48 | RRE—=15 | 7 |HRICETHBEERTERO R MER5665] 0 MEFHRET
10311 |0-012 (P ERF2 1H30H () 10:50 11:40  |F5%15 1 |Pyrosequencingi&Z FLV= R IXE R E D EL A
10312 |P-040 RRE—  |FEFIFRE6(RE) 18308 (1) 17:00 1754 |[{RRA—=15 | 6 |HAMTREBENSDBESNTZ<D Vibrio alginolyticus</I>&<I> Shewanella algae</I> M 15E4H!
10313 |0-014 (] ERF2 1H30H () 10:50 11:40 |5E5%15 3 |[<DCandida</DEIZHTBHASTY, VITEKREZHH—RAST-YS07, DPERME ALV EFIRZHRE A D LR ET
10314 (P-108 RRE—  |[E&E 18308 () 17:00 1736 |[{RRE—=15 | 2 |PCRIEICKSRIRMEE <D Cryptococcus neoformans</I>E<DC. gattii </D> DAl
10315 |0-070 & i 4 &3 18308 (1) 11:00 11:50 |FIR5 3 |ANNREXI—EELGRME xS HCarba NP TestDFH A%
10316 |0-064 & i 14 &2 1H30H (1) 10:00 11:00 |F71R5 3 |Drug Susceptibility Testing Microfluidic device (DSTM)Z L M= R Z MBI E~NDEGHER VI I 7DEA
10317 |0-040 & EEHES 18308 (1) 10:50 11:50 |F6Ri5 3 |E-mEMIEICHITEHAR0-B -5V —EELET I LIEHREO S BAE
10318 |P-051 RR4— |MALDKRIERE) 18308 (1) 17:00 17:30 |[{RRE—=15 | 2 |MALDIT-TOF MS&EGEFEREE A S HELERMMEEDERE DR~
10319 |0-135 P fiE 3R & (FEIR 2R) 1A318 (|) 9:00 10:00 |[FE7£15 6 |FEAR23BE MM RIKE L DHILIRIERRIE X D 1451
10321 |P-049 RRE—  |EFIFRETER) 18308 (1) 16:00 16:36  |RRA—=15 | 6 |OEERMEEDOES OMERIRE
10322 |P-163 RRE—  |[AERE 18308 (1) 17:00 1742 |[{RREA—=15 | 6 |1L/9ATEZEALVClostridium difficilefi[f/FHRIEHAEDEET
10324 |P-147 RRE—  |EFAE-#HE2 1H30H (1) 17:00 17:36  |[RRA—%15 | 2 |ESBLEXDE.coli</DMPhylogenetic groupfRIREFDIRE
10326 |0-087 m B FREI 1A31R8 (H) 9:00 9:50 |F4RiG 4 | RERS—II Y —ZAVERBRES IV T XERRAEDIE X EORBEIRFNT
10327 |P-198 RRE— | 2D 1A30R (1) 16:00 16:48 | RRA—%15 | 6 |IKIEEBEERDOT 5 LEBIZEHETS<DStreptococcus</DE E<DEnterococcus</D> B D i B&Z K 7l
10328 |0-129 (P MALDI 18318 (82) 11:00 1200 |65 6 |MALDI BiotyperlZ &5 MKIER RN ODEEREIZESITHIEER
10330 |0-134 P fiE 3R & (FEIR 2R) 1A318 (B) 9:00 1000 |F1R5 5 (FBERDT S LEBNERDEZHICHERTH = 14EHI
10331 |P-102 RRE—  |NBEEE3 1H308 (1) 16:00 16:36  |RRZ—=18 | 2 |Microwavel & EMEE L EEZDHE AN
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BRES | HEES | FREX | EEYI VT BIZ5 BEH i - =15 % EREA
10332 |P-009 RRE—  [FEFIFRE2(10) 18308 (1) 17:00 17:36 | RR4—=15 | 2 |LETI&EIEE M S<DBartonella henselae</ DSBS LTz 1FEHI
10333 |P-083 RRA—  [EFIFRE11(ZFDH) 1H30H (1) 16:00 16:48 |[{RRA—=15 | 6 |HBRIZH (TSI Campylobacter</DEXMMAE B E DGR E &=
10334 |P-059 RRE—  [EFIFRE(ZDth) 1A308 (1) 17:00 1748 |RRB—=15 | 5 |Listeria monocytogenes|Z& 2 EELRBMLIRMEDFH RURERMEY R T T )& K =L T=—4l
10335 |0-092 P BIZFRE2 18318 (H) 9:50 1040 |54xi5 4 "ERT S LEBICKISEMERIEITIRZRBEED 1)L X4 H & DR E SR AT
10336 |0-049 P A 18308 (1) 14:00 15:00 |65 6 |MARBEEREICETHRME LIEEBGIERDRET
10337 |P-128 RRE—  |BE&2 18308 (1) 17:00 1736 | RRE—=15 | 3 |MKEEBEARNLOSDOREREEIZEH T Srapid BACproDH RMEIZBE Y 45T
10338 |P-057 RRE—  EGIERES(Z D) 18308 (1) 17:00 17:48  [RRA—=215 | 3 [BHICEEILT-Hypermucoviscosity <DKlebsiella pneumoniae</I>[Z & % & & 14 =% R AE D 14E B!
10339 |P-088 RRA— Eﬁégégﬁzg‘ﬁwg 18308 (1) 16:00 16:42  |[[RRA—=15 | 3 |BRESBRICEITEIO—2F2—TMACIRUT O —2F2—TMALD R E M RETE
10340 |P-063 RRE—  |EHIERE(ZFDih) 18308 (1) 16:00 16:42 |RRE—=15 | 1 |Mi&EEH S<DPseudomonas aeruginosa</I>@ Small-Colony VariantZ & H L1= 1
10341 lo-030 0 A 1 B308 (+) 9:00 1000 |meais 4 gigoﬁg}iiiﬁgglapewirulent (Hypermucoviscous) <I>Klebsiella pneumoniae</I> &ZH| it 4 <ID>Klebsiella
10342 |0-017 (] RRIEET 18308 (1) 14:00 1450 |$5=i5 1 |<DBacteroides salyersiae</I> B I14E 0 14§l
10343 |P-132 RRE—  [WEES 18308 (1) 16:00 1642 |[RRE—=15 | 1 |BHEMRSARYY—ZU 7 EICE TS HEE IR REED LLERE
10344 |0-105 P B %2 1A318 (H) 10:00 11.00 |[F5815 6 |NICU-GCUJRHE TOMRSAXEIZE T DEERBREREMDEHY
10345 |P-071 RRE—  |EFIFRE10(Z D) 18308 (1) 17:00 17:48 |[{RRZ—%15 | 2 |<DListeria monocytogenes</DIZ&DREEMILAR X NEEHNT=—1F
10346 |0-053 (mps Z D1 1A30H (1) 15:00 16:00 |HE6xi5 4 |CPERXREICHITHEFBZ ML ATAIELEDE R
10347 |P-170 RRE—  |FRbrks 18308 (1) 16:00 16:36 |"RRE2—=15 | 6 [HRICHTHMBREERIEEZTDOREBREBOERICEE T SR
10348 |0-044 P EZRE4 1A30R (1) 14:00 1500 |F6415 1 |HRICEITHMRIEEGINI S LARBTOHRERHLATHEICEY S5
10349 |0-055 m Z D1 1H308 (1) 15:00 16:00 |56 6 |eukaryote-made Taq polymeraseZ ALV AR TIERLFENBREEL R BDORHLVBEREICRITTEE
10350 |0-048 (=] EZRES 18308 (1) 14:00 15:00 |65 5 |HRICHITHREZENSDREBEKRIZDONT
10351 |0-139 m FEGIFRECHIEER) 18318 (8) 10:00 11:.00 |F7185 4 |Streptococcus galloyticus subsp.pasteurianusHVi& HH S AL 1=12E I D % 5 18 B 5T
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10352 |P-025 RRE—  [FEFIFRE4(IM) 18308 (1) 17:00 1742 |[RRE—=15 | 6 |[REABEPLEHRAT—T/LEEOMRKIEE KY<DMycobacterium abscessus</I> M7 B ST 14E I
10353 |P-010 RRE—  |FEHIR & 2(10) 1H308 () 17:00 1736 | RRE—=15 | 3 |BSMNEMEBEDLGLVNRICET AR ERREAEZH 5 Typhoid fever® 141

10354 |P-182 RARE— (WS 1H308 () 16:00 16:48 |'RRE—=R15 | 4 (FAYARIZ—ZFALEEELSVAV—FEELNMREICH T 2 EFIRZEHBRORE
10355 |0-079 (w5 RHIRZH 1H308 (1) 15:00 1550 |FIR5G 1 |[EBXRZHEBRIZH T Dplasmid-mediated AmpC f3 —lactamases (PABLs) EEAE B D#RET
10356 |0-071 A& i 4 &3 1A30R () 11:00 11:50 [EIR5 4 |LAMPEZRW=AILARRLTET O 2 b N D 23— O RER K DB

10357 |0-106 A& ZDAth2 1A31R8 (8) 11:00 1200 |5E5%15 1 [FRRRERENEERMZE N RICL- 2R REBRRBEMTHES DELH

10358 |P-129 RRE—  |BREIA?2 18308 () 17:00 1736 |[/RRE—=15 | 4 (HRTOMREBRBKENAREATELIE~6FERDFEED~

10359 |0-024 b BRRIEE2 18308 (1) 14:50 1540 |$E5R15 3 |<DEggerthella lenta</DREARFEDERRGEMEERZMEICDONT

10360 |0-075 ] CRE 18 30H (1) 14:00 1500 |$B71&5 3 |HRTHEEINTANIL/AARR LTSRN E R E (CRE)DBRIK

10361 |0-067 (P [REd=p] 18308 () 10:00 11.00 |[F71R5 6 |BARMEICKSREMAEIZHITHESBL/AmpCHlE R TA RV DEEENBEAERICEZALFE
10362 |0-119 P RERE 1A318 (B) 10:00 11:.00 |65 2 [HAR=UmM7ORZRAVREEERE - R RZHERE DR

10363 |P-092 RRE— Tfé}%;éggy"?‘ﬁ' 22| 1m0\ (1) 16:00 16:42 |RRE—R15 | 7 [HRICESTHFERENBEOERRZMEIZONT

10364 |0-127 mpr MALDI 1A318 (H) 11:00 1200 |F6Ri5 4 |MALDINAFBA/\—ZRWRigANoDRRAFEERECEY SR

10365 |O-101 P Be A =2 1A318 (B) 10:00 11:00 |$E5R5 2 [RYTOELVITHT HREEME DM EICET SR

10368 |0-043 P EFIRAES 18308 (1) 10:50 11:50 |65 6 |Mi&iEEN D52 BES N zviridans group StreptococcusMPCGREZMEMIRIK

10369 |P-206 RRE— | ZEDth2 1A308 (1) 17:00 1742 |[{RRE—%15 | 6 |12 TILITUH2014/20150—R 2 HFRDFEED

10370 |P-060 RRE—  |FEGIRE(Z D) 18308 () 17:00 1748 |[RRE—=15 | 6 [fBHR2BIBLL--LAMIFR /2T RED EEHI

10371 |0-066 w5 i 1 & 2 18308 () 10:00 11:00 [R5 5 |MKEENSHENHENMRHIN-BKRICE TAEETARAVAICKLERMEREORT AN
10372 |P-188 RRA— %gggﬁ-ﬁﬁﬂ%ﬁﬁ 1H308 (1) 16:00 16:36  |[RRA—=15 | 2 |VAET7H— C3GR RV —UiEhZE RNV AL NARRII—EEERORHEKIRICDLNT
10373 |0-138 P FEBI R ECHIEER) 1A318 (H) 10:00 11.00 |[F718i5 3 |REitiE&E A H<DElizabethkingia meningoseptica</D AR SAL 1= 1EHI
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BRES| AEES | REW | REwviavr—< | ACs | @A | AV (EVOURL o %; BHEL
10374 (P-098 RRE—  |HEkE2 1A30H (1) 17:00 17:48  |\RRE—R15 | 6 |BRICETIEREREDRRERE~BESFHDT—FERYBE>T~
10375 |0-057 (mpt: [FRELEN 1R308 (1) 9:00 1000 |B7R5 2 |MBREBNODBESNF=TUED) - ZILIND B LIEREZ MEscherichia colifif A# R [C DN TDHRET
10376 |0-113 (mpt: TRIRE 1A318 (B) 9:00 1000 |3B6R15 2 | B-59%8<—t i B&kPenicillin disk zone edge & MDCLSIiZEEUCASTAD LLEAREE
10377 |0-039 (mpiS EEFEHES 1A 30H (1) 10:50 11:50  |5E6R5G 2 [BRETOR=V) U ERZ M B AMERIKE (PRGBS) DEIFREAE
10378 |0-109 (mpiS Z D2 1A31H (B) 11:00 1200 |55R5 4 |ERERRE RN EMERTEICH 1T MR IE BRI O FERICONTO LERE
10379 |0-061 (mpiS Tt 14 2 1 1A 30H (1) 9:00 1000 |EIREG 6 [Pseudomonas aeruginosa® PR H SR SR AIREMEHR . THEMR . IRIREHEHRICLDRIREFICBE T S8R5
10380 |0-038 - BEEFEHES 1A308 (1) 10:50 11:50 |$6R1H 1 |REHIRICE THA20 B 5047 —EEEY Z LERERER B KR DO #2001 ~20144)
10381 |0-089 ] B FIRE?2 1A31H (B) 9:50 10:40 |5B4RIG 1| Rk R 4 3B LI D s Bl / A1 v —h— (X R) D5t
10382 |P-215 RRA—  |Others(English) 1A 30H (1) 17:00 17:48  [RRA—=15 | 2 |Mi&H¥RCandida spp. X RELT=RFIRZ M FEELE (M27-S4) [THSHIERRADZEICEHT H1RE
10383 (P-048 RRE—  [ERFIEETUR) 1A308 (1) 16:00 16:36  |["RRA—=15 | 5 |HEUIRROBIGRERE A SMycoplasma hominis AR H St 7= fE I
10389 |0-107 (mpi-S Z D12 1A31H (B) 11:00 1200 |55%5 2 BRRMERMLESNENREERBEORNEE~DBEAICLIHE
0-084 |0-084 & BEFRE 1B318 (8) 9:00 9:50 Haig 1 2oar:1]zaéis\;>ir:u<;fe’;hii %Zizilgﬂggnzsap:(;i:ﬁg ]If:zn,‘?\;zt\i/\éi;c]i\sthe BD Veritor System for Flu A+B for Detection of Influenza
P-031 |P-031 HRA— | IR 5(PER 58) 18308 (+) 16:00 1648 |Kza—oi2 5 ﬁsc;a;?e of lung disease by Mycobacterium kansasii : experience of diagnosis with AdvanSure Mycobacteria GenoBlot
P-104 |P-104 RAS— hEEES 1830H () 16:00 16:36 RRAE—&15 4 |Increasing Incidence of Nontuberculous Mycobacteria Infection in South Korea, 2010-2015
P-105 |P-105 RAS— hEEES 1830H () 16:00 16:36 RAA—E15 5 |Yield of Three Consecutive Sputum Cultures for the Diagnosis of Pulmonary Tuberculosis
P-106 |P-106 RAS— hEEES 1830H () 16:00 16:36 RRA—£15 6 [Comparison of Fixation Method in Mycobacteria Smears
s fpiin xs— | ERBRE | AN8 | D) | 1600 | o [Ras—s | 1 |Jmrsto of Pt B Cuts fesats 1 Yo i Prte s show i provaerce of
P-114 |P-114 RAA— (MR- EF R 1H30H () 16:00 16:36 RAA—E15 2 |Retrospective Analysis of <[DKlebsiella oxytoca</I> bacteremia over a 10—year period
P-115 |P-115 RAA— (MR- EF R 1H30H () 16:00 16:36 RAA—E15 3 |A Prospective Controlled Clinical Evaluation of BacT/Alert 3D Resin Media (FA Plus & FN Plus) for Blood Cultures
P—171 |P=171 AR A— e 18308 (+) 17-00 17-48 RRA—218 1 Prevalence of vaginitis and ulcer causing genital infections using multiplex real-time PCR in Korean nationwide

reference laboratory
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P-172 |P-172 RRA— &= 1H30H (x) 17:00 17:48 RREA—£15 2 |Prevalence and pattern of Plasmodium viviax chloroquine resistance
P-173 |P-173 RRA— &= 1H30H (x) 17:00 17:48 RREA—£15 3 |Antimicrobial susceptibility of N. gonorrhoeae isolated in Korea in 2014
P-174 |p-174 R A— s 18308 (+) 17:00 17-48 R A—2i8 4 aDliJi‘taﬂks)ui’:o}?o:: Mutation of the Mobile Genetic Element—Encoded psm—mec in Methicillin—Resistant Staphylococcus
P-180 |P-180 RRA— [gESE] 1H30H () 16:00 16:48 RRA—15 2 |Comparison of Antibiotic Resistance Rate of Medically Important Microorganisms Between Japan and Korea
P-181 |p-181 AR A— it 7 18308 (+) 16:00 16:48 R2A—D18 3 E(i)srt;;b:;c]igr\]J;);a<r:>emm</l> types and Sequence types of Erythromycin—Resistant <I>Streptococcus pyogenes</I> in
P-216 |P-216 RAH— Others(English) 1A30H () 17:00 17:48 RRA—15 3 |Inactivation of Candida albicansbiofilm to Radachlorin—Mediated Photodynamic therapy
P-217 |P=217 KZA—  |Others(English) 18308 (+) 17-00 1748 |Rza—2ai8 4 B:qtsggg of Human Papillomavirus and Sexual Transmitted Infection Bacteria in Korean Women By Multiplex Real-
P-218 |P-218 RRAA—  |Others(English) 1A30H () 17:00 17:48 RRAA—15 5 |Isolation Rate of Methicillin Resistant Staphylococcus aureus (MRSA) from Lecture room Doorknob
P-219 [P-219 RRAA—  |Others(English) 1A30H () 17:00 17:48 RRAA—15 6 |Correlation between abnormal C-reactive protein level and respiratory viral infection in Cheonan, Korea

HEESERE P—179 AR A— Tt 18308 (+) 16:00 16:48 K2 A—218 1 Isolation and characterization of expanded—spectrum cephalosporin—resistant Enterobacteriaceae from companion

animals
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