AL bk - FEwWZ / Current topics

ALY bF - FEYZ1 IRUD/IRUD beyond

Current topics 1 IRUD/IRUD beyond

H K 10H11H OR) 1320~ 14:10 #H1a¥ (5F 501+502)

JE B bRl CRPILFEFIBBIREN R - AT LN ENDERARIOT ABDE SRR
Date : Thursday, Oct. 11 13:20 ~ 14:10 Room1 (501+502, 5F)

Chair : Ituro Inoue (Division of Human Genetics, National Institute of Genetics, Shizuoka, Japan)

CT1-1 ET 571V 1DERESR
Genetic studies in zebrafish
OJIIE 75— (Koichi Kawakami)
FEIN S AFZET WIS
(Division of Molecular and Developmental Biology, National Institute of Genetics)
CT1-2 23au2auNnL  FPEGHKRBHREICEITIDIODETIV
Drosophila: a model organism for research on Rare and Undiagnosed Disease
OF5 % #APHE (Kuniaki Saito)
TR - 2 AT LSRR EN B IR ASE T RRAEIsEE v 2 — ISR s R
(Invertebrate Genetics Laboratory, National Institute of Genetics, Shizuoka, Japan)
CT1-3 MBZAORBEE TN
Disease Gene Analyses using C. elegans
O=4 EE "2 (Shohei Mitani)
1 BRCPIERISE RS 5 AR
(Department of Physiology, Tokyo Women's Medical University School of Medicine, Tokyo, Japan)
2 HRZFERIRYE HAERAVIZTT

(Tokyo Women's Medical University Institute for Integrated Medical Sciences, Japan)
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Current topics 2 Epigenetic approach for pathomechanism of psychiatric disorders

H Ef:10H11H OK) 14:15~ 1505 H12% (5F 501+502)
PRSI RS BEEUIEET iRl e o 2 —)

Date : Thursday, Oct. 11 14:15 ~ 15:05 Rooml (501+502, 5F)
Chair : Takeo Yoshikawa (RIKEN Center for Brain Science)

BRRBICBIDIE IR TV VBMEGERZERICDNT
Epigenetics and somatic mutations in psychiatric disorers
OFBEA FiHh (Kazuya Iwamoto)
REAR KR 2B E R 2P o0 L2 00 17

(Department of Molecular Brain Science, Graduate School of Medical Sciences, Kumamoto University)

ALV L« bEYZ3 CRISPRZAWY / LIRS DREHEM & REHR TORIEEMN

Current topics 3 Application of genome editing technologies (CRISPR) to disease researches

H K:i10H12H (8) 14140~ 1530 #12¥%; (5F 501+502)

BE R AR 5 RERPREGEAIR By P EmE A EN o FEE AN R)

Date : Friday, Oct. 12 14:40 ~ 15:30 Rooml (501+502, 5F)

Chair : Takashi Yamamoto (Department of Medical and Life Sciences, Graduate School of Science, Hiroshima University)

) LiRERTOEARRIE
Basics of genome editing technology
OlAs B (Takashi Yamamoto)

JINERARLZER AR B FAEMPEAHI R AR
(Department of Medical and Life Sciences, Graduate School of Science, Hiroshima University)
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CT3-2 T/ LRES S URERIM DO RMFEAEER
Leading-edge trends in genome editing and related technologies
OAfe/\ R ¥ 51 (Tetsushi Sakuma)
JRERE REEGEHZAZERE BOM ) FEm Bl A S
(Department of Mathematical and Life Sciences, Graduate School of Science, Hiroshima University,
Hiroshima, Japan)
CT3-3 EMEEMRICSITDY/ LEREZRAWEEME/NEEDRE - HRERER
Exploration of molecular basis underlying primary microcephaly using genome editing in
human cultured cells
OB A 2 (Tatsuo Miyamoto) , BR[/AE: /)L € 7 EH - (Silvia Natsuko Akutsu)
KT B (Shinya Matsuura)
JREFRY:  JFIRBETRRERI AT SRS/ LB

(Department of Genetics and Cell Biology, Research Institute for Radiation Biology and Medicine, Hiroshima
University)

ALV L - bEYZ4 NRBRBICETZECEFDOIEY VX

Current topics 4 Current topics in pediatric renal diseases

H K 10A12H () 14:40 ~15:30 #i22xY; (5F 503)

BE 5 O (BRETIRERERE AR FERE DRI E)

Date : Friday, Oct. 12 14:40 ~ 15:30 Room2 (503, 5F)

Chair : Shuichi Ito (Department of Pediatrics, Graduate School of Medicine, Yokohama City University)

CT4-1 PREFRBICHEITDETREZFDOIEY IR
Topics of genetic medicine in pediatric kidney diseases
OfRE —3 ' (Kazumoto Tijima) . fi7k JPs1- 2 (Katsushi Tokunaga)
1 MERFERSRE REUIER WRSRGE  DNRBEED S
(Department of Pediatrics, Kobe University Graduate School of Medicine, Kobe, Japan)
2 WRURERZR EERUIZER ABEEZAE
(Department of Human Genetics, Graduate School of Medicine, The University of Tokyo, Tokyo, Japan)

ALV E - FEY S5 ATHEEHLTIY < KA DEEFREAZE

Current topics 5 Al for next generation researches of intractable diseases

H K:10H13H (£) 11:05~12:05 #1:2%; (5F 501+502)

JE R E GEBRYE  EEMSRIINE Y/ LES 22— BB LY AR )

Date : Saturday, Oct. 13 11:05 ~ 12:05 Room1 (501+502, 5F)

Chair : Fumihiko Matsuda (Center for Genomic Medicine, Kyoto University Graduate school of Medicine)

CT5-1 ATIHEEERWET—I9VA VI 2T/ LT—YBRRMOMEIC K DX U TIVEEERBEDOH
RRBEEFRAENDHA
Development of an Al-based text mining system to predict novel causal genes for
Mendelian disorders using WGS data
O &S ! (Shuji Kawaguchi) | {EiHS F5ACES 2 (Reitaro Tokumasu), H 4% 35— H ' (Koichiro Higasa) |
=Y 2] ? (Atsushi Takano) | FF 2 ! (Fumihiko Matsuda)
1 RURSRPERERE  BEA9ER WS/ LEYt v 2 —
(Center for Genomic Medicine, Graduate School of Medicine, Kyoto University, Kyoto, Japan)
2 HATA-E— -ZLHAEH VT MU 27 &Y AT LEHFEWISLHT
(Tokyo Software & Systems Development Laboratory, IBM Japan, Tokyo, Japan)
3 BAWERIRY:  WMHEEMEAS 7/ LR
(Department of Genome Analysis, Institute of Biomedical Science, Kansai Medical University, Osaka,
Japan)
4 HART A C— LAt Jo— VeI RAY—EX ANNWRTTIATH ATV
(Healthcare & Life Sciences Global Business Services, IBM Japan, Tokyo, Japan)
CT5-2 BHFRICLSHRIESHIZIBE AT LRR
Development of muscle pathology diagnosis aiding system with machine learning
OV — = (Ichizo Nishino)
FENTRG R - SRR R TR 2 2 — RS T e —

(Department of Neuromuscular Research, National Institute of Neuroscience, National Center of Neurology
and Psychiatry)
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ATIHIEE (IBM Watson) BLVEGEHEREBET—IN—AEFALEZFD - BRZEIZIBEATLD
B
Development of diagnostic supporting system for rare and incurable diseases by utilizing
UR-DBMS and Al (IBM Waston)
(O% [E (Tadashi Kaname)

ENI KBRS Y 2 — 7/ LIRS
(Department of Genome Medicine, National Institute for Child Health and Development, Tokyo, Japan)

ALYk bEYY6 OYVITU—RI—52I0 T

Current topics 6 Long read sequencing

H W:10H13H (+) 1325~14:15 1= (BF 501+502)

B ik AR GREORSEREERE RAERIIIER it BRI E R AR « PREEHR)

Date : Saturday, Oct. 13 13:25 ~ 14:15 Rooml (501+502, 5F)

Chair : Shoji Tsuji (Department of Molecular Neurology, University of Tokyo, Graduate School of Medicine/
International University of Health and Welfare)

HAAE R/ LD De novo BLFIRE E18iEZ REEIT
De novo sequencing of Japanese personal genomes for understanding structural variants
O#% F E— (Shinichi Morishita)
FOURY RGBSR AR AT 1 J)VIEHAE I

(Department of Computational Biology and Medical Sciences, Graduate School of Frontier Sciences, The
University of Tokyo))

[ A JU—Ro— o —aR-EEE SRR E DR
An impact of long-read sequencers on studies of hereditary neurological diseases
OFT #5:2 ! Hiroyuki Ishiura) |, 3 2 2¢%® (Shoji Tsuji)
1 HEURZEARRE R
(Department of Neurology, The University of Tokyo)
2 BRI AR
(Department of Molecular Neurology, The University of Tokyo)
3 EBRERSEALKRET /) LR ESERT

(Institute of Medical Genomics, International University of Health and Welfare)
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